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Acinetobacter calcoaceticus-baumannii complex 520 R R 519) | (520 R 620) | (5200 | 520) | (520) | 520 | (519) | (s19) R (517)
Acinetobacter s 2 39.1 739 | 826 | 826 | 826 391 | 348 304 | 348 | 913 [ 913 39.1
PP (23) @) | @) | @) | @) @3) | (@3 @) | @) | @) | @) (23)
. . 100 ¢ 100 100 100° [ - e
Burkholderia pseudomallei 3
P 3) 3) 3)
474 | 474 | 474 842 | 895 | 947 | 789 78.9
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Enterobacter cloacae R R R a0 | uo | ¢ - R a9 | o [REGR (a) (9]
Enterobacter s 5 0.0 0.0 267 | 467 | 333 | 467 00 | 733 | 800 | 800
Pp. (15) (15) 15 | s | s | (15) 15 | 15 | 15 | (15
. 41 0.0 29.7 757 | 905 | 946 | 946 | 959 459
74
Escherichia coli (74) (74) (74) ) | 4 | a4 | 74 | @4 (74)
o |Haemophilus influenzae i i ' i ' ' '
>
= ) 83.3 100 | 100 | 100 00 | 833
& |Klebsiella aerogenes 6 R|R|R R | R R -
> (6) (6) (6) (6) (6) (6)
) . , 0.0 795 | 801 | 859 | 849 | 983 00 | 8238
291
c |Klebsiella pneumoniae R (291) (288) | (291) | (291) | (291) | (291) (291) | (291)
e 00 | 333 75.0 0.0 27.3 833 | 833 00 | 917 75.0
Klebsiella spp. 12 :
g PP 12) | (12) (12) (12) (11) 12) | (12) 12) | (12) (12)
\ 95.2 0.0° 100 © e e| 00
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Moraxella catarrhalis 1) 1) 1) 20)
Proteus mirabilis 5 80.0 | 933 | 100 | 933 0.0 929 [ 400 | s67 [ 400 | o [ 867 | s67 [ 00 [1033 93.3
15 | s | (@5 | (15) (15) (14) | 5 | (15 | (15) 15 | 15 | (15 | (15) (15)
) 84.2 774 | 852 | 100 | 863 | 875
Pseudomonas aeruginosa 512 R R R 512 R 612 | 12 @2 | 612 | 12 R R
. - e
Salmonella, Typhoidal
Salmonella, Non-typhoidal 2 -
. 81.5 100 | 100 | 100 00 | 704 100
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Serratia marcescens R R R ) R R R a | e | en R a | e s
. 77.6 .
Stenotrophomonas maltophilia 147 R R R R R R R (147 R R ¢ (il:)
@ 17.0 918" 936 | 959 929 | 100° | 915 | 879 | 938
282
.E Staphylococcus aureus (282) (282) (282) | (146) (282) | (282) | (282) | (282) | (146)
= 00 00° 47.8 100° | 348 | 435 | 800
n 23
8_ (MRSA) (23) (23) (23) (23) | (23) | (23) | (10)
18.5 f 97.7 | 985 95.4 ¢ 965 | 919 .
- (MSSA) 259 100 100 94.9
(259) (259) (259) | (136) (259) | (259) (259) | (136)
© Strepfococcus preumoniae 76 25.0 93.2° 100 100 37.8 | 868
O P P (76) (44) (76) (76) 74 | ()
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: No CLSI Interpretive Criteria. Interprete according to cefoperazone/sulbactam in Enterobacteriacae : Interprete according to cefoxitin susceptibility test %S .
d
: Interprete according to oxacillin susceptibility test R : Intrinsic resistance 290 80-89 70-79 0-69



